INTRODUCTION
Lactic acid streptococci show complex and variable nutritional requirements. Minimal requirements may involve amino-acids, peptides, purines, pyrimidines, vitamins and occasionally fatty acids and elevated CO, tension (D W s>;r, and S!!t,!Y, I974 )-Streptococcus diacetilactis in particular has an arginine or phenylalanine requirement (RW T!ER and O R A M , 19 6 2 ). Therefore the growth of lactic acid streptococci in milk can generally be stimulated by enzymatic hydrolysates of protein (G ARVIE and MASSrr!r, i 95 6 ; S P EC K et al., ig58).
The present work constitutes part of a more general study in progress to determine the mechanism of peptidic stimulation of lactic streptococcus growth in milk. Since these peptides are a particular source of amino-acids (DE SMAZ E AUD and HER-MITR, 1972 , 1973 ) , we decided to investigate how they are hydrolyzed by intracellular proteolytic enzymes.
The growth of S. thermobhilus is highly stimulated by peptides ; we have already characterized an aminopeptidase and dipeptidase (RA BI E R and DESMAZEAUD, 1973) in this streptococcus as well as a neutral endopeptidase (D>;SMAZ!AUD, i 97 q.) with low proteolytic action. We wished to compare it with the enzyme equipment of S. diacetilactis, the growth of which is poorly stimulated by peptides. This study is necessary since information about intracellular proteases in N group streptococci is still very scarce and concerns only S. dactis.
Proteolytic activity in S. diacetilactis is described in the present paper as well as the general properties of the main proteolytic fraction ; its substrate specificity is determined on the insulin (i-chain.
MATERIALS AND METHODS

Materials
The origin of the different products has been described previously (R ABIER and D ESMAZEAUD , 1973 ; D ESMAZEAUD , 1974 ) , except for FAGLA (Monsanto Co), a-N-Benzoyl-DL-Arg-p-nitroanilide and Azocasein (Sigma), Succinyl-L-Phe-p-nitroanilide (Boehringer). Step 2. DEAE-cellulose ch y omatography. The Step 3. ECTEOLA-cellulose chromatograPhy. (fig. 5 A) .
Effect of temperature
The maximum temperature for oxidized-insulin hydrolysis was 45 °C at pH 7 .5 5 after 20 min (fig. 6) fig. 9 and 10 ) .
Fifteen fractions were separated on Bio-Rad AG-50 W X 2 resin after 6 h of hydrolysis. The overlapped peaks I-V (a fraction of fig. 8 B,) were separated by a second chromatography with a low concentration gradient ( fig. 8 B 2 ). After additional fractionation and peptide purification by paper chromatography or electrophoresis, their quantitative amino acid composition and terminal-NH, groups were determined. When these peptides were located on the insulin B-chain ( fig. 9 ) 
